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173 


Phe 


ASP 

It 


Val 


Glu 


Thr 


His 


Pro 


Glu 


Thr 


Leu 


Cys 

^2 " 


Pro 


Tvr 

•Z 


Asp 


Phe 


Leu 




174 










235 










240 










245 






175 


aag 


att 


caa 


aca 


gac 


aga 


gaa 


gaa 


cat 


aac 
yy v - 


cca 


ttc 


tat 
*-y *- 


aaa 
yyy 


aag 


aca 


822 


176 


Lys 


He 


Gin 


Thr 


Asp 


Ara 


Glu 


Glu 


His 


Gly 


Pro 


Phe 


Cvs 


Gly 


Lvs 


Thr 




177 








250 










255 










260 








178 


ttq 


ccc 


cac 


aaa 
y y 


att 


gaa 


aca 


aaa 


age 


aac 


acg 


ata 


acc 


ate 


acc 


ttt 


870 


179 


Leu 


Pro 


His 


Ara 


He 


Glu 


Thr 


LVS 


Ser 


Asn 


Thr 


Val 


Thr 


He 


Thr 


Phe 




180 






265 










270 










275 










181 


gtc 


aca 


gat 


gaa 


tea 


aaa 
yy a 


gac 


cac 


aca 


aac 
yy^ 


taa 
L y y 


aag 


ate 


cac 


tac 


acg 


918 


182 


Val 


Thr 


Asp 


Glu 


Ser 


Gly 


Asp 


His 


Thr 


Gly 


Trp 


Lys 


He 


His 


Tyr 


Thr 




183 




280 










285 










290 












184 


age 


aca 


gcg 


cag 


cct 


tgc 


cct 


tat 


ccg 


atg 


gcg 


cca 


cct 


aat 


ggc 


cac 


966 


185 


Ser 


Thr 


Ala 


Gin 


Pro 


Cys 


Pro 


Tyr 


Pro 


Met 


Ala 


Pro 


Pro 


Asn 


Gly 


His 




186 


295 










300 










305 










310 




187 


gtt 


tea 


cct 


gtg 


caa 


gec 


aaa 


tac 


ate 


ctg 


aaa 


gac 


age 


ttc 


tec 


ate 


1014 


188 


Val 


Ser 


Pro 


Val 


Gin 


Ala 


Lys 


Tyr 


He 


Leu 


Lys 


Asp 


Ser 


Phe 


Ser 


He 




189 










315 










320 










325 






190 


ttt 


tgc 


gag 


act 


ggc 


tat 


gag 


ctt 


ctg 


caa 


ggt 


cac 


ttg 


ccc 


ctg 


aaa 


1062 


191 


Phe 


Cys 


Glu 


Thr 


Gly 


Tyr 


Glu 


Leu 


Leu 


Gin 


Gly 


His 


Leu 


Pro 


Leu 


Lys 




192 








330 










335 










340 








193 


tec 


ttt 


act 


gca 


gtt 


tgt 


cag 


aaa 


gat 


gga 


tct 


tgg 


gac 


egg 


cca 


atg 


1110 
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194 


Ser 


Phe 


Thr 


Ala 


Val 


Cys 


Gin 


Lys 


Asp 


Gly 


Ser 


Trp 


ASP 


Ara 


Pro 


Met 




195 






345 










350 










355 










196 


ccc 


aca 


tac 


aac 


att 


qtt 


aac 


tgt 


aac 


cct 


cct 


aat 


aat 


eta 


ccc 


aat 

ay l~ 


1158 


197 


Pro 


Ala 


Cys 


Ser 


He 


Val 


Asp 


Cys 


Gly 


Pro 


Pro 


ASp 


ASP 

^ It 


Leu 


Pro 


Ser 




198 




360 










365 










370 












199 


acre 


caa 


ata 


aaa 


tac 


ate 


aca 


aat 
y y u 


cct 


aaa 
yy u 


ata 

y uy 


acc 


acc 


tac 


aaa 


crct 

y ^ u 


1206 


200 


Gly 


Arg 


Val 


Glu 


Tyr 


He 


Thr 


Gly 


Pro 


Gly 


Val 


Thr 


Thr 


Tvr 


Lys 


Ala 




201 


375 










380 










385 










390 




202 


crtcr 


att 


cag 


tac 


age 


tat 
*-y 


gaa 


aaa 
y "y 


acc 


ttc 


tac 


aca 


atg 


aaa 


crtcr 
y uy 


aat 


1254 


203 


Val 


He 


Gin 


Tyr 


Ser 


Cvs 

J; " 


Glu 


Glu 


Thr 


Phe 


Tvr 


Thr 


Met 


Lvs 


Val 


Asn 




204 










395 










400 










405 






205 


gat 


aat 


aaa 


tat 


ata 
y u y 


tat 

uy u 


aaa 


get 


gat 


crcra 
yy a 


ttc 


t crcr 
L yy 


acg 


age 


tec 


aaa 


1302 


206 


Asp 


Gly 


Lvs 


Tvr 


Val 


Cvs 


Glu 


Ala 


Asp 


Glv 


Phe 


Trp 

tr 


Thr 


Ser 


Ser 


Lys 




207 








410 










415 










420 








208 


aaa 


gaa 


aaa 


tea 


etc 


cca 


gtc 


tat 

l-y L. 


aaa 

y ay 


cct 


gtt 


tgt 


aaa 

yya. 


eta 


tea 


gee 


1350 


209 


Gly 


Glu 


Lys 


Ser 


Leu 


Pro 


Val 


Cys 


Glu 


Pro 


Val 


Cvs 

^2 


Gly 


Leu 


Ser 


Ala 




210 






425 










430 










435 










211 


ccjc 


aca 


aca 


aaa 


aaa 
yyy 


cgt 


ata 


tat 


aaa 
yy a 


aaa 
y y y 


caa 


aag 


gca 


aaa 


cct 


crcrl" 
yy u 


1398 


212 


Arcr 


Thr 


Thr 


Gly 


Gly 


Ara 


He 


Tvr 


Gly 


Glv 


Gin 


Lys 


Ala 


Lys 


Pro 


Glv 




213 




440 










445 










450 












214 


aat 

y M l~ 


ttt 


cct 


taa 
'-y y 


caa 


ate 


ctg 


ata 


tta 


aat 
yy 


aaa 

yya 


acc 


aca 


gca 


gca 


aat 
yy <- 


1446 


215 


Asp 

IT 


Phe 


Pro 


Trp 


Gin 


Val 


Leu 


He 


Leu 


Gly 


Gly 


Thr 


Thr 


Ala 


Ala 


Gly 




216 


455 










460 










465 










470 




217 


aca 


ctt 


tta 


tat 


aac 


aac 


taa 


ate 


eta 


aca 


get 


act 

3 VI - 


cat 


gee 


ate 


tat 


1494 


218 


Ala 


Leu 


Leu 


Tyr 


Asp 


Asn 


Trp 


Val 


Leu 


Thr 


Ala 


Ala 


His 


Ala 


Val 


Tyr 




219 










475 










480 










485 






220 


aaa 


caa 


aaa 


cat 


aat 


aca 


tec 


acc 


eta 


aac 


att 


caa 

v^y a 


atg 


aac 
yy u 


acc 


ctg 


1542 


221 


Glu 


Gin 


Lys 


His 


Asp 


Ala 


Ser 


Ala 


Leu 


Asp 


He 


Arg 


Met 


Gly 


Thr 


Leu 




222 








490 










495 










500 








223 


aaa 


aga 


eta 


tea 


cct 


cat 


tat 


aca 


caa 


gee 


taa 

u.y y 


tct 


gaa 


get 


att 

y u u 


ttt 


1590 


224 


Lys 


Arg 


Leu 


Ser 


Pro 


His 


Tyr 


Thr 


Gin 


Ala 


Trp 

tr 


Ser 


Glu 


Ala 


Val 


Phe 




225 






505 










510 










515 










226 


ata 


cat 


gaa 


aat 
yy u 


tat 


act 


cat 


aat 

y a u 


act 

y ^ u 


aac 
yy^ 


ttt 


gac 


aat 


gac 


ata 


gca 


1638 


227 


He 


His 


Glu 


Gly 


Tyr 


Thr 


His 


ASP 


Ala 


Gly 


Phe 


Asp 


Asn 


Asp 

tr 


He 


Ala 




228 




520 










525 










530 












229 


ctg 


att 


aaa 


ttg 


aat 


aac 


aaa 


att 

y u u 


ata 

y ua 


ate 


aat 


age 


aac 


ate 


acg 


cct 


1686 


230 


Leu 


He 


Lys 


Leu 


Asn 


Asn 


Lys 


Val 


Val 


He 


Asn 


Ser 


Asn 


He 


Thr 


Pro 




231 


535 










540 










545 










550 




232 


att 


tgt 


ctg 


cca 


aga 


aaa 


gaa 


get 


gaa 


tec 


ttt 


atg 


agg 


aca 


gat 


gac 


1734 


233 


He 


Cys 


Leu 


Pro 


Arg 


Lys 


Glu 


Ala 


Glu 


Ser 


Phe 


Met 


Arg 


Thr 


Asp 


Asp 




234 










555 










560 










565 






235 


att 


gga 


act 


gca 


tct 


gga 


tgg 


gga 


tta 


acc 


caa 


agg 


ggt 


ttt 


ctt 


get 


1782 


236 


He 


Gly 


Thr 


Ala 


Ser 


Gly 


Trp 


Gly 


Leu 


Thr 


Gin 


Arg 


Gly 


Phe 


Leu 


Ala 




237 








570 










575 










580 








238 


aga 


aat 


eta 


atg 


tat 


gtc 


gac 


ata 


ccg 


att 


gtt 


gac 


cat 


caa 


aaa 


tgt 


1830 


239 


Arg 


Asn 


Leu 


Met 


Tyr 


Val 


Asp 


He 


Pro 


He 


Val 


Asp 


His 


Gin 


Lys 


Cys 




240 






585 










590 










595 










241 


act 


get 


gca 


tat 


gaa 


aag 


cca 


ccc 


tat 


cca 


agg 


gga 


agt 


gta 


act 


get 


1878 


242 


Thr 


Ala 


Ala 


Tyr 


Glu 


Lys 


Pro 


Pro 


Tyr 


Pro 


Arg 


Gly 


Ser 


Val 


Thr 


Ala 
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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/874 f 238 



DATE: 02/26/2002 
TIME: 11:30:55 



<110> 



<120> 



4 
5 
7 
8 

10 <130> 

12 <140> 

13 <141> 

15 <150> 

16 <151> 

18 <150> 

19 <151> 
21 <160> 
23 <170> 



Input Set : A:\09011-002003.txt 

Output Set: N:\CRF3\02262002\I874238.raw 

APPLICANT: Jensenius, Jens Chr. 
Thiel, Stef fen 

TITLE OF INVENTION: MASP-2 COMPLEMENT - FIXING ENZYME, 
USES FOR IT 

FILE REFERENCE: 09011-002003 

CURRENT APPLICATION NUMBER: 09/874,238 

CURRENT FILING DATE: 2001-06-04 

PRIOR APPLICATION NUMBER: 09/054,218 

PRIOR FILING DATE: 1998-04-02 

PRIOR APPLICATION NUMBER: 60/042,678 

PRIOR FILING DATE: 1997-04-03 

NUMBER OF SEQ ID NOS : 8 

SOFTWARE: FastSEQ for Windows Version 4.0 



AND 



Does Not Comply 
Corrected Diskette Needed 



ERRORED SEQUENCES 



<210> 
<211> 
<212> 
<213> 



E--> 



34 
35 
36 



SEQ ID NO: 1 
LENGTH: 41 
TYPE: PRT 
ORGANISM: Homo 



25 
26 
27 

28 <213> ORGANISM: Homo sapiens 

30 <400> SEQUENCE: 1 

31 Thr Pro Leu Gly Pro Lys Trp Pro Glu Pro Val Phe Gly Arg Leu Ala 

32 1 5 10 15 

33 Ser Pro Gly Phe Pro Gly Glu Tyr Ala Asn Asp Gin Glu Arg Arg Trp 
20 25 30 

Thr Leu Thr Ala Pro Pro Gly Tyr Arg 

3£ ' >w- 
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